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Wehavedevelopedatoolin orderto identify sequencesin relationto a sequencefamily database. Thistool combinesseveral
algorithms:BLAST, multiplesequencealignmentand phylogenetictree building. Afteridentificationof the most similargene
familyto the query sequence,this querysequenceis addedto thewholefamily alignmentand the phylogenetictree of the
familyis rebuiltincludingthe query sequence.Thus, the query sequencecan be easily locatedin its genefamily.



